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ontenegro
University of Montenegro, Institute of Pathology, Podgorica, Mon-
enegro
Background: Babesiosis is protozoan, malaria like disease from
he group of Transmissive Arthropod Zoonoses (TAZ). Among 100
dentiﬁed Babesia species (spp), only a small number of those to
e pathogenic for humans. Primary vectors in the transmission of
arasites are various species of ticks. Parasites can be transmit-
ed through contact from the infected animals to humans, through
lood transfusions, vertically from mother to fetus. Prevailing ten-
ency of the infection in the world is provided by wide range of
nimal reservoirs of parasite (domestic and wild mammals).
Methods: First diagnosed cases of human babesiosis in Mon-
enegro were registered in the short time from September to the
nd of November in 2011 at the Infectious Clinic in Podgorica.
iagnosis and differential diagnosis was made on the basis of
icrobiological and patohistological methods.
Results: In 10 patients the diagnosis of babesiosis was con-
rmedbydetection of intraerytrocytic ring formsof parasites in the
eriphery blood colored by Giemsa (in 4 cases), as well as micro-
copic slides of bone marrow biopsy, colored by Romanovski (in all
ases). In 6 examined cases, by serologicmethods Elisa andWestern
lood (WB), and by Polymerase Chain Reaction (PCR) was detected
o-infections of babesia parasite with borelia burgdorferi.
Prolonged febrile condition, fever, fatigue, anemia and hiper-
ilirubinaemia, were the main clinical criteria s for the diagnosis.
nformation about tick bite andknowledgeof the commonendemic
reas for b. burgdorferi and babesia spp., a common vector – Ixodes
icks, were more important epidemiologic diagnostically criteria’s.
Conclusion: Babesiosis has long been known parasitic disease
f the animals, end now as emerging human infection. Clini-
ally manifest or asymptomatic infections are not always correlate
ith disease severity. Heavy manifest forms, often occurring as an
pportunistic infection in the states of immunodeﬁciency. Asymp-
omatic parazitemia can be reactivated and take a malignant
ourse, which requires a review of therapeutic attitudes about
reatment of babesiosis. In Montenegro common endemic areas of
yme borreliosis and babesiosis, possibilities of their co-infective
orms with severe clinical course, diagnostic difﬁculties, thera-
eutic approach and prognostic assessment, are the important
ontemporary characteristics of disease.
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Pathotype and anitimicrobial resistance of E. coli isolated from
diarrheic pigs in Korea
J.-W. Byun ∗, H.-Y. Kim, A.B. Jeon, O.-S. Lee, B.Y. Jung
Animal, Plant & Fisheries Quarantine and Inspection Agency, Anyang,
Korea, Republic of
Background: Diarrhea caused by pathogenic E. coli is one of
the ongoing problems in pig industry. Especially, enterotoxigenic
E. coli (ETEC) and shiga-toxin producing E. coli (STEC) are mostly
associated with pre- and post-weaning diarrhea (PWD) and edema
disease (ED). They produce the virulence factors related with adhe-
sion and toxins. The aims of this study were to determine the
pathotype and antimicrobial resistant proﬁle coli from pre- and
post-weaning diarrhea.
Methods: From 2008 to 2010, 260 E. coli were isolated from
diarrheicpiglets in230 farmsall over thecountry. TheE. coli isolated
was identiﬁed using VITEK 2 system (bioMériux, France). Virulence
genes were determined by PCR and antimicrobial resistance was
determined by disc diffusion method. The interpretation of zone
diameter was determined according to CLSI recommendations.
Results: Various pathotypes were associated with pre- and
post-weaning diarrhea. In pre-weaning periods, F4 ETEC was the
most prevalent pathotype (31.4%) followed by F5 ETEC (7.7%) and
ETEC/STEC (6.9%). F18 ETEC/STEC (28.5%) was the predominant
pathotype in post-weaning diarrhea followed by F4 ETEC (19.4%)
and 5P-ETEC (12.5%). EPEC (2.7%) expressing eae was only iso-
lated in post-weaning piglets. The isolates showed the resistance
to aminoglycoside (70−90%), sulfonamide (86−95%) but suscepti-
ble to cephalosporin (17-48%) and colistin (11.6%). Amoxicillin and
ceftiofur resistance was signiﬁcant differences between pre- and
post-weaning periods.
Conclusion: This study showed that F4 ETEC and F18 ETEC/STEC
were the predominant pathotype in pre- and post-weaning
diarrhea, respectively. The isolates were resistant to amino-
glycoside (70−90%) and sulfonamide (86−95%) and susceptible
to cephalosporin (17-48%) and colistin (11.6%). The difference
between amoxicillin and ceftiofur resistance would be caused
by the amount of those antimicrobials used between pre- and
post-weaning group. The data may contributes to understand-
ing the pathotype in pigs showing diarrhea and antimicrobialhttp://dx.doi.org/10.1016/j.ijid.2012.05.638
